PNI 

SEQIDNO:l 
Nucleotide sequence: 

ATGGACGCCACCACCACGGACGCCACCACCGCCAAGCGCAAGCGCCCAGCCG 
5 CCTCCGACATCGCCGACGACGCCCCCACCACCGTCGACGAGGTCTCCGACGCCGAGGTCGAGG 
AGTTCTACGCCATCCTCCGCCGCATGCGCGACGCCACCCGACGGCTCGGCGCCCGCCCTCCCC 
CGCCGCGCGCGCCGGCGTGGCGCCCCAGCTTCTCCTGGGAGGACTTCGCCGACGCGCCGCCCA 
AGCAGGCGCCGCCGCCGCCGCAGCAGCCCGCCGACCACGAGCGCGTCGCCGAGAACGCCACC 
CCGCCCCGGCGCCCGGCGCCCGGCCTCGACCTGAACGTCGAGCCGCCGTCCGACGCGCCGGCC 

10 ACGCCGCGCTCGGCGCGCGCCCCGGCATAGGCGCGCGCCACGAGGAAACGCGGCGCGTCGCG 
CATGCGGGTGCTCACGGATTACAACTACTTTGCTAGCTAGAAGCAGCTAGCTGCAGTGTTGGA 
TTGATCCATCCATGGAGCTGCCTTGTCCTCCTTGTGTGTGAACAGGTGAGACCTGGTTAATCAA 
TCGCTCTTGCTGGGAAGAAACAATCCATTATTGGTCCCATCATGGAGATGTACTATCATGTACC 
AAGACAAAATGACGGGTTTAATTAATTACCCCCTATATTATTCGTTCTGTAATTC 

15 AAAAAAAAAAAAAAAAA 

SEQ ID NO:2 
Amino acid sequence: 

MDATTTDATTAJCRKRPAASDIADDAPTT^ 
20 GARPPPPRAPAWRPSFSWEDFADAPPKQAPPPPQQPADHERVAENATPPRRPAPGLDLNVEPPSDA 
PATPRSARAPA 



Rice proteins that interact with the PNI protein : 
25 NPR1 Homologue 1 (NH1) 

SEQ ID NO:3 

ATGGAGCCGCCGACCAGCCACGTCACCAACGCGTTCTCCGACTCGGACAGCG 
CGTCCGTGGAGGAGGGGGACGCCGACGCGGACGCCGACGTGGAGGCGCTCCGCCGCCTCTCC 
GACAACCTCGCCGCGGCGTTCCGCTCGCCCGAGGACTTCGCGTTCCTCGCCGACGCGCGCATC 

30 GCCGTCCCGGGCGGCGGCGGCGGCGGCGGCGACCTGCGGGTGCACCGCTGCGTGCTCTCCGCG 
CGGAGCCCCTTCCTGCGCGGCGTCTTCGCGCGCCGCGCCGCCGCCGCCGCAGGCGGCGGCGGC 
GAGGATGGCAGCGAGAGGCTGGAGCTCCGGGAGCTCCTCGGCGGCGGCGGCGAGGAGGTGGA 
GGTCGGGTACGAGGCGCTGCGGCTGGTGCTCGACTACCTCTACAGCGGCCGCGTCGGCGACCT 
GCCCAAGGCGGCGTGCCTCTGCGTCGACGAGGACTGCGCCCACGTCGGGTGCCACCCCGCCGT 

35 CGCGTTCATGGCGCAGGTCCTCTTCGCCGCCTCCACCTTCCAGGTCGCCGAGCTCACCAACCTC 
TTCCAGCGGCGTCTCCTTGATGTCCTTGATAAGGTTGAAGTAGATAACCTTCTATTGATCTTAT 
CTGTTGCCAACTTATGCAACAAATCTTGCATGAAACTGCTTGAAAGATGCCTTGATATGGTAGT 
CCGGTCAAACCTTGACATGATTACTCTTGAGAAGTCATTGCCTCCAGATGTTATCAAGCAGATT 
ATTGATGCACGCCTAAGCCTCGGATTAATTTCACCAGAAAACAAGGGATTTCCTAACAAACAT 

40 GTGAGGAGGATACACAGAGCCCTTGACTCTGACGATGTAGAGCTAGTCAGGATGCTGCTCACT 
GAAGGACAGACAAATCTTGATGATGCGTTTGCACTGCACTACGCCGTCGAACATTGTGACTCC 
AAAATTACAACCGAGCTTTTGGATCTCGCACTTGCAGATGTTAATCATAGAAACCCAAGAGGT 
TATACTGTTCTTCACATTGCTGCGAGGCGAAGAGAGCCTAAAATCATTGTCTCCCTTTTAACCA 
AGGGGGCTCGACCAGCAGATGTTACATTCGATGGGAGAAAAGCGGTTCAAATCTCAAAAAGA 

45 CTAACAAAACAAGGGGATTACTTTGGGGTTACCGAAGAAGGAAAACCTTCTCCAAAAGATAG 
GTTATGTATTGAAATACTGGAGCAAGCTGAAAGAAGGGACCCACAACTCGGAGAAGCATCAG 
TTTCTCTTGCAATGGCAGGTGAGAGTCTACGAGGAAGGTTGCTGTATCTTGAAAACCGAGTTG 
CTTTGGCAAGGATTATGTTTCCGATGGAGGCAAGAGTAGCAATGGATATTGCTCAAGTGGATG 
GAACTTTGGAATTTAACCTGGGTTCTGGTGCAAA 

50 TTGATCTAAATGAAAGTCCTTTCATAATGAAAGAAGAACACTTAGCTCGGATGACAGCACTCT 
CCAAAACAGTGGAGCTCGGGAAACGCTTTTTCCCGCGATGTTCGAACGTGCTCGACAAGATCA 
TGGATGATGAAACTGATCCGGTTTCCCTCGGAAGAGACACGTCCGCGGAGAAGAGGAAGAGG 
TTTCATGACCTGCAGGATGTTCTTCAGAAGGCATTCCACGAGGACAAGGAGGAGAATGACAG 
GTCGGGGCTCTCGTCGTCGTCGTCATCGACATCGATCGGGGCCATTCGACCAAGGAGATGAAC 

55 ACCATTGCTCCCAAATAGTTGCCATATTGATAGCTAACTGTCCTCCTGGAGCTACTCACCTGAT 
GGTTGCCTTCTGTCAATTGCCCCCCAAATATATTCTCAATGGTTTAGGCTTGTACAGTATTAGT 
TCTTACAGCTATTGCCCCGTCAATTGTGAAACGCAGAAGTTTCACTAGTGCTTGTACTCGAGG 
GTAATACAAGTGCTTGAATTTTGAGTTGTACTTGGAATTTCCAGTC 
GATGATTTCTTGGCAAAAAAAAAAAAAAAAAAA 

60 
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Amino acid sequence: 
SEQ ID NO:4 

MEPPTSHVTNAFSDSDSASVEEGDADADADVEALRRLSDNLAAAFRSPEDFAFL 
ADARIAWGGGGGGGDLRVT1RCVLSARSPFLRGWARRAAAAAGGGGEDGSERLELRELLGG 
5 EEVEVGYEALRLVLDYLYSGRVGDLPKAACLCVDEDCAHVGCHPAVAFMAQVLFAASTFQVAEL 
TKLFQRRLLDVLDKV^VT)NLLLILSVANLCNKSClVrKLLERCLDM 
imARLSLGLISPENKGFPNKHVRRfflRALDSDDX^LVTlMLLTEGQT^ 
TELLDLALADVTsfHRNPRGYTVI.HIAARRREPKnVSLLTKGARP 

YFGVTEEGKPSPKDRLCIEILEQAERRDPQLGEASVSLAMAGESLRGRLLYLEhniVALARIMFPM^E 
10 ARVAMDIAQVDGTLEFNLGSGANPPPERQRTTVDLN^ 

CSm^LDKJMDDETDPVSLGRDTSAEKJlKRFHDLQDVLQKAFHE 
RR 

NPR1 homologue 2 (NH2) 
15 SEQIDNO:5 

Nucleotide sequence: 

TACAATACAAAGATGGAGCAAGGCCAAGAGTCAAACAAAGACAGGTTATGT 
ATTGATATATTAGATAGGGAGATGATAAGGAAACCTATGGCAGTGGAAGATTCTGTCACCTCG 
CCTTTGTTGGCTGACGATCTTCACATGAAGCTTCT^ 

20 GATTATTTTTTCCTGCAGAAGCAAAGGTTG 

AATTTGGCATTGTTCCTGCAGCTAGCACTTCTGGAAAATTGAAGGAAGTCGATCTGAACGAGA 
CACCAGTAACACAAAACAAAAGGCTCCGTTCAAGGGTGGATGCACTCATGAAAACAGTTGAG 
CTGGGACGTCGCTACTTCCCTAACTGCTCGCAGGTGCTCGACAAATTTCTGGAGGATGATTTGC 
CCGATAGTCCTGATGCACTCGACCTCCAAAATGGCACTTCTGATGAGCAAAATGTTAAAAGGA 

25 TGCGGTTCTGTGAGTTAAAGGAGGATGTGCGCAAGGCATTCAGCAAAGACAGAGCTGATAAT 
AGCATGTTTTCTATCTTGTCATCTTCATCGTCCTCTTCGCCACCTCCCAAGGTTGCAAAGAAAT 
GACAGAAGTTTTGTAACAAATTTCCGCTCGTGATGTTACTGGGACAAGAGATATCGATCAATA 
GACCTGTATAGTCTTACAGTGGTATAACAATTAGATATCGAAGCTTCTTCGAATATTAGAAAG 
TGCTGTTCTGGGCTGCACTCAGCTGGTTTATGGGACCCATGCGGTGAAACTGGCAAAAGAAAA 

30 CCAGCTGATTAGAGGCTCCAAAGTAGTGTCTCTCGTGAATATGTTTGTAGCATTCTGTTTTG^ 
CAGGATGGCTGTAATGATAAAATCTTTTCAATAGATATATAGCTAATTGTCTCGTAAAAAAAA 
AAAAAAAAAAAAAA 

SEQ ID NO:6 
35 Amino acid sequence: 

YNTKMEQGQESNKDRLCIDILDREMIRKPMAVEDSVTSPLLADDLHMKLLYLEN 
RVAFARLFFPAEAKVAMQIAQADTTPEFGIVPAASTSGKLKEVTDL^ 
WELGRRYFPNCSQVLDKFLEDDLPDSPDALDLQNGTSDEQNVKRMR^ 
NSMFSILSSSSSSSPPPKVAKK 

40 

3. Nucleolin-like protein 
SEQ ID NO:7 
Nucleotide sequence: 

45 GATGATAGAGTACCACTACCTAGTTCAAATGGAGCTCCATTGCTCCCGAGTTA 
TCCTCCACTTGGATATGGTATCATGTCAGTACCAGGTGCCTATGGTGCTGCTCCTGCTAGTACT 
GCACAGCCTATGCTGTATGCTCCAAGAGCTCCTCCAGGGGCAGCAATGGTTCCAATGATGTTA 
CCGGATGGTCATCTCGTATATGTTGTACAACAGCCTGGTGGACAGTTGCCGCTGGCTTCGCCGC 
CGCCGCAGCAAGCTGGACATCGTAGCGGCAGTGGAGGACGTCATGGCGGCAGTGGCAGCCGC 

50 TATGGCGGTGGTGGTGGCAGCTCCGGCAGTAGCAGGCCCGGTGCAAAACGGCAGAGAGGAGA 
TGACAACAGCAGTAGCCGCCACAAAGGCCGGCGCCGCCGTACTGATCTGATCAGCATAGCTGT 
AGCTACCACTTAGAAGATGTAGTGCCGTCGCAGAAAATTACCAGAAAATCTGGTAGAAATAAT 
TTATACTGTTTGTACTCATCGATT^^ 

TATTTACCAGTATTTTCCAATATCGCAGAATTGCTGAAAAAAAA 

55 

SEQ ID NO: 8 
Amino acid sequence: 

DDRWLPSSNGAPLLPSYPPLGYGIMSWGAYGAAPASTAQPMLYAPRAPPGAA 
MVPMMLPDGHLVYVVQQPGGQL^ 
60 RQRGDDNSSSRHKGRRRRTDLISIAVATT 
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PREG-like protein 
SEQ ID NO:9 
Nucleotide sequence: 

5 ATGGACGCCGCCGCGGCAGCGGGCGGCGAGATGTCGCGGCAGAAGGCGACG 
GCGTCGGCTCCGCCGCCGCCGGAGCTGGACATGGTGGCGCGCGCCGTGCAGCGGCTGGTGGC 
GCGGAACGACGCGGTGGAGGCGCTGAGCGGCGGAGGGGAGGCGGCGGCGGGGCTAGGAGCA 
GGGATGGCGGCGTTCGAGGCGGCGAGGGGCGCGCCGGCGCCGCGCATCGGCGTGGCGCAGTA 
TCTGGAGCGCGTGCACCGGTACGCCGGGCTGGAGCCGGAGTGCTACGTGGTGGCGTACGCGTA 

10 CGTCGACATGGCGGCGCACCGCCGCCCCGCCGCCGCCGTCGCCTCCCGCAACGTCCACCGCCT 
CCTCCTCGCCTGCCTCCTCGTCGCCTCCAAGGTTCTCGACGACTTCCACCACAACAACGCGTTC 
TTCGCGCGCGTCGGCGGCGTGAGCAACGCGGAGATGAACAGGCTGGAGCTGGAGCTCCTCGC 
CGTGCTGGACTTCGAGGTCATGCTCAGCCACCGCGTCTACGAGCTCTACCACGAGCACCTCAA 
GAAGGAGGCGCGGAGGGACGGCGGCGCCGGCGACATGCTCGCCGGCGCGTCGGCCGCCGCCG 

15 CCGCCAAGGCGGGGAGAATGGCGGCCGTCTCGCCGTCCAAGCTGCTGGAACGCGCGGCGGTG 
AACGGCGCCGCGCAGCACGACGACTGGAGGAGCCTGGGTACGGCGGCGGCGGCGGAGGCGG 
CGAACGGCGTGCGGCGGCACAGGTCGTCGTCGTCGTCGCGGTATTCCTTCGATTGCTAGTATA 
GCCAGCGTTGCCAAAGAGCGCGTTCTGTGTGTATATATCAGGTTATCAACGAGAGTTTTTGAG 
GCTGTAAAAAAATTAAAGACGGATTAATTACCTGCCAAAGTGCCAATTAGCAAATGTTTCCCA 

20 TAAAAAAAAAAAAAAAAAAAAAAAAA 

SEQ ID NO: 10 
Amino acid sequence: 

MDAAAAAGGEMSRQKATASAPPPPELDMVARAVQRLVARNDAVEALSGGGEA 
25 AAGLGAGMAAFEAARGAPAPRIGVAQYLERX^RYAGLEPECYW 

RNVHRLLLACLLVASKVLDDFHHNnSfAFFARVGGVSNAEMNRLELELLAVLDFEW 

HEHLKKEARRDGGAGDMLAGASAAAAAKAGRMAAVSPSKXLERAAVNGAAQHDDWRSLGTAA 

AAEAANGVRRHRSSSSSRYSFDC 

30 Novel protein 

SEQ ID NO: 11 
Nucleotide sequence: 

AGTGCTAGTGATGAAGCCCTTGCAAAAGCAGCATCTCTGTATGGAGGTGCTCT 
AAGAAATGTTGAGAAAGAGTACGAAGAATTTAATAGAATTTTATCTTCTCAGACTATAGATCC 

35 ATTGAGGGCTATGGCTGCAGGCGCTCCCCTGGAAGATGCTCGTGGTCTTGCACAACGTTATAG 
CCGGATGAGACATGAAGCTGAGATCCTTTCTGCTGAAATTGCTAGAAGGAAGCAACGGGTAC 
GAGAAGCTCCAGTTGCTGAGCACACTACGAAGCTTCAACAGTCTGAATCTAAAATGATAGAGC 
ACAAAGCAAGCATGGCTGTGTTAGGAAAGGAAGCTGCTGCTGCACTTGCCGCTGTTGAATCTC 
AGCAGCAAAGGATAACTCTTCAGCGCCTGGTTGGCATGGTAGAAGCAGAAAAGTTATTTCATT 

40 TGAGGTTAGCTGCTATACTTGATGATGTTGAAGCTGAGATGTCCTCTGAAAAGCAAAAGAGAG 
AATCTGCACCGCCTACTATTCATTCTCATAAGCGTGCTGAGAAGGCCCAGTACTTCCTTGCTGA 
GGCGGTGCATAACTTCAATGGTACCACAGAAAAGGAGTTGAGTTTAATTGTGGTGATTATGTC 
G 

45 SEQ ID NO: 12 

Amino acid sequence: 

SASDEALAKAASLYGGALRNVEK£YEEFNRILSSQTIDPLRAMAAGAPLEDARGL 
AQRYSRMRHEAEILSAEIARRKQRVR£APVAEHTTKiQQSES 

ESQQQRITLQRLVGMVEAEKLFHLRLAAILDDVEAEMSSEKQKJIESAPPTIHSHKRAEKAQYFLAE 
50 AVHNFNGTTEKELSLIVVIMS 
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Rice proteins that interact with MN1 : 

5 1.GRL1 

SEQIDNO:13 
Nucleotide sequence: 

ATGTACCAGGCGATCCCGTACAGCAGCACCCGGCCGTGGCTCAGGCCGGAGC 
CGGCGGCGAGCGTGGTCGACGTCGTGAAGGTGGAGACGACGACGGCCGTCGCGGGTCGGGGC 

10 GGTGAGGCGGAGGTCGTGGGGGAGGAGGAGGCGGCGGAGGTGCGGAGGGCGGTGGCGGAGA 
GCCCGGTGCTGGTGGTGGGGAGGCGCGGGTGCTGCCTCATCCACGTGGTGAAGCGGCTGCTGC 
AGGGGCTCGGGGTCAACCCGGCCGTGCACGAGGTCGCCGGCGAGGCCGCGCTCAAGGGGGTT 
GTGCCGGCCGGTGGGGAGGCCGCGGCGCTCCCCGCCGTGTTCGTCGGGGGGAAGCTCCTCGGC 
GGGCTCGACCGCCTCATGGCCGTCCACATCTCCGGCGAGCTCGTGCCCATCCTCAAGAAGGCC 

1 5 GGTGCCCTCTGGCTTTAA 

SEQIDNO:14 
Amino acid sequence: 

MYQAIPYSSTRPWLRPEPAASWDVWVETTTAVAGRGGEAEWGEEEAAEV^ 
20 AVAESPVLVVGRRGCCLIHVVKRLLQGLGV^ 
LLGGLDRLMAVHISGELVPILKKAGALWL 

2. GRL2 

SEQIDNO:15 
25 Nucleotide sequence: 

ATGTACCAGGCGATCCCGTACAACGCGAACCGGGCTTGGCCGGCGGCGAGCC 
GGCCGGCGACGGCGCCGCCGCCGCCGCCGCCGCCGCGTGGAGAGGAGGAGGAGGTGAGGAG 
GGCGGTGGCGGAGTGCCCGGTGGTGGTGGTGGGTCGGAGCGGGTGCTGCCTGAGCCACGTCG 
TGAAGCGGCTGCTGCAGGGGCTCGGGGTCAACCCGGCGGTGCACGAGGTCGCCGGCGAGGCC 
30 GAGCTCGCCGGGGTGGTCGCCGGCGGCGGCGGCGTCGCGCTGCCGGCGGTGTTCGTCGGCGG 
GAGGCTCCTCGGCGGGCTCGACCGGCTCATGGCCGTGCACATCTCCGGCGAGCTCGTGCCCAT 
TCTGAAGGAGGCCGGTGCACTCTGGCTCTGA 

SEQIDNO:16 
35 Amino acid sequence: 

MYQAIPYNANRAWPAASRPATAPPPPPPPRGEEEEVRRAVAECPVVVVGRSGCC 
LSHVVKRLLQGLGVNPAXOiEVAGEAELAGWAGGGGVALPAVFVGGRLLGGLDRLMAVHISGEL 
VPILKEAGALWL 

40 Protein with similarity to rat microtubule-associated protein 1 A (MAPI A) 

SEQIDNO:17 
Nucleotide sequence: 

ATGGGCTCGTCGGCGGCCGACTCGTTCCCCGCCGGTGGAGATGATGCAATCC 
GAGACGTGTACGGCATCGGTGGTGGTGGGGAGGAGGACGATCCGTCCCTCTTCCTCTACCTCT 

45 CCGACCTCGCCCCCGTCTCCCCCTCCGCCTACCTCGACCTCCCCCCCTCGCCGCCGCCGCCGAC 
GACGACGGCTACGACGATGGTGAAGGAGGGGGAGGAGGCGCCGGAGGACCTGGTGCTGCCGT 
TCATCTCGAGGATGCTGATCGAGGAGGACATCGACGACAAGTTCTTCTACGACTACCCCGACA 
ACCCGGCGCTGCTCCAGGCGCAGCAGCCCTTCCTCGAGATCCTCTCCGATCCCTCCTCCAACTC 
CCGCTCCTCCAACTCCGACGACCCCCGCCTCTCCCCGACCTCCTCCTCCGACACCTCCGCCGCC 

50 ATCAACTCCTACGACGCCGCCGCCACCGCCACCGCCGTTGCCGCCGCCGCGGTGCCCGTGCCG 
CAGTACGAGAGCATCGAGCTCGATCCCGCCGCGTTCTTCGCCGCGGCCAACTCCGACCTCATG 
AGCTCCGCTTCTCAAGGGGATGGAGGAGGCGAACAAGTTCCTCCCACCGAGAACAAGCTCGTC 
ATCGACCTCGAGGCCTCGTCGGAGAATAAT 

55 SEQIDNO:18 

Amino acid sequence: 

MGSSAADSFPAGGDDAIRDVYGIGGGGEEDDPSLFLYLSDLAPVSPSAYLDLPPSP 
PPPTTTATTMVKEGEEAPEDLVLPFISRML 

SNSDDPRLSPTSSSDTSAAINSYDAAATATAVAAAAWVPQYESIELDPAAFFAAANSDLMSSASQ 
60 GDGGGEQVPPTENKLVIDLEASSENN 
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SEQ ID NO:19: MN1 cDNA 

ATGGCAGATGCTAGTTCAAGGACTGACACATCGATTGTTGTAGACAACGACGACAAAAACCA 
CCAGTTAGAAAACGGACATAGTGGTGCAGTCATGGCTTCTAACTCTTCAGATAGATCTGACAG 
5 ATCTGACAAACTTATGGACCAAAAGACAATGCGGCGGCTTGCTCAAAATCGTGAGGCAGCAA 
GAAAAAGTCGGCTGAGGAAAAAGGCATATGTGCAACAACTAGAGAGCAGTAAGCTGAAGCT 
TGCACAGCTAGAGCAGGAACTTCAGAAAGCTCGTCAGCAGGGAATCTTCATCTCTAGCTCT 
AGACCAGACCCATGCCATGAGTGGAAATGGGGCATTGACTTTTGACTTAGAATACACTAGAT 
GGCTCGAGGAGCAAAATAAGCAGATAAATGAGTTGAGGACAGCAGTGAATGCTCATGCAAGT 

10 GACAGTGACCTTCGTCITATTGTTGATGGCATAATGGCGCATTATGACGAGGTATTCAAGGTT 
AAGGGTGTAGCTGCAAAGGCCGATGTGTTTCATATACTTTCAGGCATGTGGAAGACACCCGCA 
GAAAGATGCTTCCTGTGGCTTGGTGGTTTCCGTCCATCTGAGCTTCTAAAGCT 
ACCTCGAACCTTTAACCGAGCAGCAGTTGCTGGGATTAAACAACCTCCAGGAATCTTCT 
AGGCGGAGGATGCACTTTCACAAGGTATGGAAGCACTGCAGCAATCTCTGGCAGATACTTTG 

15 GCTGGATCTCTCGCTTCATCAGGGTCTTCTGGGAATGTGGCGAACTACATGGGTCAGATGGCA 
ATGGCCATGGGTAAACTAGGAACGCTCGAGAATTTCCTTTGCCAGGCGGACAACCTGCGACA 
GCAGACATTGCATCAAATGCAACGAATTCTGACGATCCGGCAAGCCTCGCGTGCTCTTCTTGC 
CATACACGATTACTTTTCACGCTTGCGTGCITTGAGTTCGCTGTGGCTTGCT 
TAA 

20 

SEQ ID NO:20 MN1 polypeptide 
MADASSRTDTSIVVD>nDDKNHQLENGHSGAVMASNSSDRSDRSDKLM 

KSRLRKXAYVQQLESSKI.KI.AQLEQELQKARQQGIFISSSGDQTHAMSGNGALTFDLEYTRWLEE 
QNKQINELRTAVNAHASDSDLRLIVDGIMAHYDEVFKVKGVAAKADVFHILSGMWKTPAERCFL 
25 WLGGFRPSELLKLLANHLEPLTEQQLLGLNNLQESSQQAEDALSQGMEALQQSLADTLAGSLASS 
GSSGNVANYMGQMAMAMGKLGTLENFLCQADNLRQ 
RALSSLWLARPRE 
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